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Iwami et $al.[3]$ $z_{i}$ $z_{i}>0$
$Y=\sum_{i=1}^{n}\beta_{i}y_{i}$







$1-u \sum_{i=1}^{n}\frac{b_{i}\beta_{i}}{c_{i}}>0$ . (2)
$u$
35
1: $(u=0.1)$ 2: $(u=0.35)$
$\lambda=50.0,$ $d=1.0,$ $\beta_{i}=p_{i}=ci$ $=b_{i}=1.0,$ $a_{1}=1.0,$ $a_{2}=1.1,$ $a_{3}=1.2,$ $a_{4}=$
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3: $(u=0.1)$ 4: $(u=0.35)$
$\lambda=50.0,$ $d=1.0,$ $\beta_{i}=p_{i}=Ci$ $=b_{i}=1.0,$ $a_{1}=1.0,$ $a_{2}=1.1,$ $as=1.2,$ $a_{4}=$










$1-u$ 1 $\underline{b}$ $>0$ . (6)
$\lambda=50.0,$ $d=1.0,$ $\beta_{i}=Pi=ci$ $=b_{i}=1.0,$ $a_{1}=1.0,$ $a_{2}=1.1,$ $a_{3}=1.2,$ $a_{4}=$
1.3, $a_{5}=1.4,$ $x=1.0,$ $y_{i}=0.01,$ $z_{i}=0.01$
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$\lambda=10.0,$ $d=1.0,$ $\beta_{i}=Pi=ci$ $=b_{i}=1.0,$ $a_{1}=1.0,$ $a_{2}=1.1,$ $a_{3}=1.2,$ $a4=$
$13,$ $a_{5}=14,$ $x=10,$ $y_{i}=001,$ $z_{i}=001$
38





$f(x)=x^{n}$ $(n=1,2, \ldots, n)$
$\frac{dx}{dt}=\lambda-dx-\sum_{i=1}^{n}\beta_{iy_{i^{X}}}$, $\frac{dy_{i}}{dt}=(\beta_{i}x-a_{i}-p_{i}z_{i})y_{i}$ ,
(9)
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